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DES IGN  GU IDE  
 

This PowerPoint 2007 template produces a 70cmx100cm 

presentation poster. You can use it to create your research poster 

and save valuable time placing titles, subtitles, text, and graphics.  

 

We provide a series of online tutorials that will guide you through 

the poster design process and answer your poster production 

questions. To view our template tutorials, go online to 

PosterPresentations.com and click on HELP DESK. 

 

When you are ready to print your poster, go online to 

PosterPresentations.com 

 

Need assistance? Call us at 1.510.649.3001 

 
 

QU ICK  START  
 

Zoom in and out 
 As you work on your poster zoom in and out to the level that is 

more comfortable to you. Go to VIEW > ZOOM. 

 

Title, Authors, and Affiliations 
Start designing your poster by adding the title, the names of the authors, and the 

affiliated institutions. You can type or paste text into the provided boxes. The 

template will automatically adjust the size of your text to fit the title box. You 

can manually override this feature and change the size of your text.  

 

TIP: The font size of your title should be bigger than your name(s) and institution 

name(s). 

 

 

 

 

Adding Logos / Seals 
Most often, logos are added on each side of the title. You can insert a logo by 

dragging and dropping it from your desktop, copy and paste or by going to INSERT 

> PICTURES. Logos taken from web sites are likely to be low quality when printed. 

Zoom it at 100% to see what the logo will look like on the final poster and make 

any necessary adjustments.   

 

TIP:  See if your school’s logo is available on our free poster templates page. 

 

Photographs / Graphics 
You can add images by dragging and dropping from your desktop, copy and paste, 

or by going to INSERT > PICTURES. Resize images proportionally by holding down 

the SHIFT key and dragging one of the corner handles. For a professional-looking 

poster, do not distort your images by enlarging them disproportionally. 

 

 

 

 

 

 

 

 

Image Quality Check 
Zoom in and look at your images at 100% magnification. If they look good they will 

print well.  
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QU ICK  START ( con t . )  
 

How to change the template color theme 
You can easily change the color theme of your poster by going to the DESIGN 

menu, click on COLORS, and choose the color theme of your choice. You can also 

create your own color theme. 

 

 

 

 

 

 

 

 

 

You can also manually change the color of your background by going to VIEW > 

SLIDE MASTER.  After you finish working on the master be sure to go to VIEW > 

NORMAL to continue working on your poster. 

 

How to add Text 
The template comes with a number of pre-formatted 

placeholders for headers and text blocks. You can add 

more blocks by copying and pasting the existing ones or 

by adding a text box from the HOME menu.  

 

 Text size 
Adjust the size of your text based on how much content you have to present.  

The default template text offers a good starting point. Follow the conference 

requirements. 

 

How to add Tables 
To add a table from scratch go to the INSERT menu and  

click on TABLE. A drop-down box will help you select rows and 

columns.  

You can also copy and a paste a table from Word or another PowerPoint document. 

A pasted table may need to be re-formatted by RIGHT-CLICK > FORMAT SHAPE, 

TEXT BOX, Margins. 

 

Graphs / Charts 
You can simply copy and paste charts and graphs from Excel or Word. Some 

reformatting may be required depending on how the original document has been 

created. 

 

How to change the column configuration 
RIGHT-CLICK on the poster background and select LAYOUT to see the column 

options available for this template. The poster columns can also be customized on 

the Master. VIEW > MASTER. 

 

How to remove the info bars 
If you are working in PowerPoint for Windows and have finished your poster, save 

as PDF and the bars will not be included. You can also delete them by going to 

VIEW > MASTER. On the Mac adjust the Page-Setup to match the Page-Setup in 

PowerPoint before you create a PDF. You can also delete them from the Slide 

Master. 

 

Save your work 
Save your template as a PowerPoint document. For printing, save as PowerPoint or 

“Print-quality” PDF. 

 

Print your poster 
When you are ready to have your poster printed go online to 

PosterPresentations.com and click on the “Order Your Poster” button. Choose the 

poster type the best suits your needs and submit your order. If you submit a 

PowerPoint document you will be receiving a PDF proof for your approval prior to 

printing. If your order is placed and paid for before noon, Pacific, Monday through 

Friday, your order will ship out that same day. Next day, Second day, Third day, and 

Free Ground services are offered. Go to PosterPresentations.com for more 

information. 

 

Student discounts are available on our Facebook page. 

Go to PosterPresentations.com and click on the FB icon.  
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Next generation sequencing (NGS) technologies provide a way of studying the 

structure of genetic material, both DNA and RNA. With repetitive nature of 

some genomes, a high number of multi-mapped reads and high duplication rate 

need to be addressed. This issue is even more critical for low coverage NGS 

data, when the need to get as much as possible information arises. We tested 

different bioinformatics tools on low coverage maize total transcriptome data, 

setting an optimal integrative approach to achieve the lowest duplicate reads 

rates with the highest percentage of reads mapped to exon regions. 

INTRODUCTION 

MATERIAL AND METHODS 

RESULTS 

• Initial dataset: 693242 reads 

• Clean dataset (after QC): 649792 reads 

Assembling – determining the best k-mer  

 

 

 

 

 

 

 

 

 

 

 

 

M method 

 

 

 

 

 
AM method 

 

 

 

 

 

 

 

 

 
 

ARM method 

 

 

 

MAM method 

 

 

CONCLUSION 

For low coverage NGS data derived from repetitive genomes, we advise using 

integrative methods like AM, ARM and MAM, depending on level of 

repetitiveness of sequenced data. 

CONTACT 

ddragana@agrif.bg.ac.rs 

• 35-151bp PE total RNA-seq data 

• Raw read depth: 0.09  

• Two quality control (QC) steps:  

• QC evaluation: FastQC 

• QC preprocessing:  

• BLAST and TopHat for removing contamination 

• Trimmomatic for removing index adapters and perform sliding 

window trimming with average quality threshold set to 5.  
 

 

 

 
 

 

 

 

 

 

 

 

 

 

 

 

• Mapping  

• Splice aware tools: TopHat2, Subread and STAR.  

• Specific parameters : insert size set to 130, standard deviation set to 50 

• Other parameters are equalized: introns up to 100,000, max 8 number of 

mismatches 

• de novo assembling 

• Transcriptome data suitable tools: TransAbySS (TA), Oases (O) and 

Trinity (TR).  

• Parameters: k-mers ranging from 15 to 31, minimal contig length 30. 

•  Data processing  

• Standard method: mapping (M)  

• Integrative methods: assembling followed by mapping (AM), assembling 

with repetitive sequences followed by mapping (ARM), and mapping 

followed by assembling followed by mapping (MAM). 

Center for Data Mining and Bioinformatics, Faculty of 
Agriculture, University of Belgrade, Zemun-Belgrade, Serbia 

Dragana Dudić 

Benefits of Integrative Methods on 
Analysis of Low Coverage NGS Data 

Mapping tool map % 

Tophat2 95.4 

Subread 98.8 

STAR 99.1 

Subread STAR 

Duplicate reads (D) % 57,22 54,50 

Uniquely mapped reads (U) % 23,13 19,39 

Reads mapped to exons (E) % 46,57 57,38 

Reads mapped to introns (I) % 21,96 12,01 

map % 
TA 15 TA 17 TA 19 TA 21 TA 23 TA 25 TA 27 TA 29 TA 31 
99.0 98.6 98.8 98.9 98.9 98.8 98.8 98.7 98.7 

avg 
contig 

TA 15 TA 21 TA 23 TA 25 
61.6 144.9 149.1 151.8 

map % 
O 15 O 17 O 19 O 21 O 23 O 25 O 27 O 29 O 31 

44.7 45.7 49.2 87.1 91.4 91.6 91.4 91.3 91.1 

map % 
TR 15 TR 17 TR 19 TR 21 TR 23 TR 25 TR 27 TR 29 TR 31 
98.3 98.4 98.4 98.5 98.6 98.6 98.6 98.4 98.3 

avg 
contig 

TR 21 TR 23 TR 25 TR 27 
196.5 195.0 211.6 210.1 

TA 25 
map% D % U% E% I % 
99.05 6.61 82.53 53.89 27.74 

O 25 
map% D % U% E% I % 
98.94 7.45 82.58 66.39 18.94 

TR 25 
map% D % U% E% I % 
99.7 5.25 85.31 52.96 29.77 

8152119 

4426239 

TR 25

O 25

Exonic regions information 

15392973 

6667027 

TR 25

O 25

Total contigs length 

TR 25 
map% D % U% E% I % 
99.9 3.33 90.97 68.81 16.47 

TA 25 
map% D % U% E% I % 
99.41 6.21 83.14 51.81 32.77 

O 25 
map% D % U% E% I % 
98.13 9.58 79.22 61.93 21.67 

TR 25 
map% D % U% E% I % 
99.76 15.42 75.91 46.62 38.02 

http://www.facebook.com/pages/PosterPresentationscom/217914411419?v=app_4949752878&ref=ts

