
A known Q-bacterium in a new host: 
Clavibacter michiganensis ssp. sepedonicus in tomato 



Natural infection of Clavibacter michiganensis subsp. sepedonicus 
in tomato (Solanum lycopersicum) 

Road map of analysis: 
 Isolation on culture media 
 Pure culture 
 Identification 
 Pathogenicity 
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Isolation 
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Serological identification 
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Identification by taxon-specific PCR (2006/ 56/ EC) 

1958 1959 1960 1961 1962 PC -- B 
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Identification by taxon TaqMan PCR (cel A – Gudmestad et al., 
2009) 
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Confirmation of pathogenicity 
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Identification by DNA barcode: gyr B (Zaluga et al., 2011) 
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Identification by DNA barcode: gyr B 
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Identification by MALDI-TOF: biomarker proteins 
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1. T-Cms has genetic features that determine infection of tomato 
2. T-Cms is a P-Cms that accidentally infected tomato               

(as in sugar beet – Bugbee et al., 1987) 
 

Genome sequencing 
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Genome sequencing: is T-Cms a different genotype? 

T-Cms : CmsT = 99.3% homology 
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Genome sequencing: is T-Cms a different genotype? 
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Genome sequencing: is T-Cms a different genotype? 
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1. Homologues of virulence genes of Cmm are in T-Cms and in 

CmsT 

2. Not on PI – some are pseudogenes 
3. T-Cms has no specific genetic features that determine 

infection of tomato 
4. T-Cms is a P-Cms that accidentally infected tomato:           

how and from where? 
 

o transmission from tomato seed 
o MLVA 

 





ILC on identification of non-european Ralstonia solanacearum 

 
o 231 cultures 
 63 F-I, 123 F-II, 45 F-III 
 
o biovar  
o TaqMan Weller (all variants) 
o TaqMan Massart (R3bv2 /  F-IIB, seq. 1) 
o Huang (race 1)  
o egl barcode 



ILC on identification of non-european Ralstonia solanacearum 



ILC on identification of non-european Ralstonia solanacearum: 
egl barcode 



ILC on identification of non-european Ralstonia solanacearum 

 
o 20 DNA F-I, F-IIA/ B, F-III, (F-IV) 
o TaqMan identification 
o egl barcode 

 
o early spring 2016 
o isolates? 
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